QUANT-MY-WAY:
SIMPLIFY AND PERSONALIZE
YOUR MASSHUNTER QUANTITATIVE

ANALYSIS EXPERIENCE

A Faster Route to Insight

What is Quant-My-Way?

Quant-My-Way is a set of tools to designed to assist you in exposing only the
capabilities of interest so you can create your own streamlined version of MassHunter
Quantitative Analysis for each of your specific assay(s). You can customize the new
Ribbon with just the actions you need, and you can hide as much or as little as your
assay requires.
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Customize your Ribbon with only the features you need.

MORE DATA

MORE POSSIBILITIES
TURN DATA INTO INSIGHT WITH

MASSHUNTER SOFTWARE

Learn more:

Agilent Technologies



With Quant-My-Way, you can choose what features of
MassHunter Quantitative Analysis are displayed.
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As part of Quant-My-Way, the user interface has been updated
and streamlined. Of course, MassHunter Quantitative Analysis
will continue to contain all the features you already know

and love.

" - Agient MessHurter Quanttatie Analyi or QCC) - rugsOfbuse - Cusrt- My Waybatch.on 7 -8 x

Batch Table

sample A [sampies  +|o sumpleType/samole | Compount € [Mem <] > 1510: Mems (@ IE (P B R R PP
Soie imp e | Coceins. | MONA R_|eth P
Type | Conple | Approved ANethodFie | FnsiGonc | il Gene | Fre Gone | FnlGonc |
[=] =] ‘Quant-My-Way.m
=)

I a =] 102563 109779 107238 144407
Compound Information Calibration Curve “ax
Lt AX AV LOIRALE S
[ FR RG> 783 GO 34
Hadd 2239mn.

2
"
oo
o8
os
os
o
o3
02
or
o
ar
P EEEEEREEEEREEIEEIX)
Scsson T o)

Updated and Streamlined User Interface

If you prefer the look and feel of earlier versions of MassHunter
Quantitative Analysis, you can easily switch to the classic view.
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The familiar navigation, colors and icons from earlier versions of MassHunter
Quantitative Analysis will continue to be available.

Faster, easier, and more productive
MS analysis from Agilent MassHunter
www.agilent.com/chem/masshunterinsights
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